
Acinetobacter baumannii OIFC143
OTU_1660, OTU_1660 Acinetobacter

Desulfotomaculum hydrothermale DSM 18033
Moorella sp. enrichment culture clone TERIBC4

OTU_1025
Pseudomonas_1

Gammaproteobacteria_1

OTU_80
uncultured bacterium Hot Creek 32

 OTU_1995
uncultured bacterium uncultured

Scytonema millei VB511283
OTU_159
uncultured bacterium

OTU_1502
OTU_206
uncultured bacterium

Pythium insidiosum
OTU_2

Proteobacteria bacterium JGI 0000113−D06
uncultured bacterium
Polysphondylium pallidum

OTU_1056
uncultured bacterium

Mitochondria

OTU_2359
uncultured bacterium S25−593

Rickettsiales
Alphaproteobacteria

OTU_317
uncultured epsilon proteobacterium uncultured

OTU_1664
uncultured bacterium
OTU_1299
uncultured bacterium

TA18

uncultured Stigmatella sp.
OTU_1229, OTU_1229 P3OB−42

OTU_593
uncultured bacterium Oligoflexales
OTU_3168
uncultured bacterium

uncultured delta proteobacterium
SAR324 clade(Marine group B)

OTU_2348
OTU_499
OTU_1243
uncultured organism

uncultured

OTU_2330

Bacteriovoracaceae

Deltaproteobacteria

Proteobacteria

OTU_1720
Brevinema andersonii Brevinemataceae_Brevinema

uncultured Spirochaetales bacterium
OTU_1318 V2072−189E03
OTU_342
uncultured organism Leptospiraceae

Spirochaetae_Spirochaetes_Spirochaetales

OTU_1820
uncultured bacterium FGL12−B44

OTU_1378
uncultured bacterium Bacteroidales S24−7 group

OTU_1658
uncultured bacterium gir−aah93h0
Bacteroidetes bacterium RL−C

OTU_758 Blvii28 wastewater−sludge group
uncultured bacterium

OTU_2011 uncultured

Bacteroidia_Bacteroidales

OTU_442
OTU_431
Citreitalea marina Citreitalea

OTU_103
uncultured bacterium Marinoscillum

Flammeovirgaceae bacterium GY−1
Flammeovirgaceae_2

OTU_661
uncultured bacterium BIgi5

Bacteroidetes

uncultured organism
OTU_763 SBYS−2995
uncultured planctomycete,
OTU_629
Planctomyces maris DSM 8797

Planctomyces_1

uncultured planctomycete
OTU_2166 MSB−3A7 sediment group
OTU_413
uncultured Planctomycetales bacterium S−70
uncultured Planctomycetales bacterium
OTU_791 SM1A02

uncultured bacterium
OTU_2520 ODP1230B30.09

Phycisphaerae

uncultured planctomycete
OTU_1386 vadinHA49
OTU_1222
OTU_977

uncultured organism
Pla4 lineage

uncultured planctomycete
OTU_995 MBMPE71

Planctomycetes

OTU_320
uncultured bacterium 01D2Z36

Cerasicoccus arenae
OTU_389 Cerasicoccus
OTU_2008

uncultured Verrucomicrobia bacterium
uncultured organism

Opitutae vadinHA64

OTU_270

Opitutae
Verrucomicrobia

 OTU_2481
uncultured bacterium WCHB1−41
uncultured Lentisphaerae bacterium
 OTU_1832 Oligosphaerales
Victivallis vadensis

OTU_2262
uncultured Lentisphaerae bacterium
OTU_1146
uncultured Lentisphaerae bacterium

Lentisphaeria_Victivallales_Victivallaceae_Vi

Lentisphaerae

OTU_1938
uncultured sediment bacterium

OTU_3448
uncultured bacterium

NPL−UPA2

 OTU_1151
OTU_805
OTU_1752

OTU_314
OTU_1476
OTU_456
OTU_250
OTU_1201
OTU_1544
OTU_148
OTU_2797
OTU_1002
OTU_1591

OTU_3435
OTU_819

uncultured bacterium
OTU_303
OTU_594

OTU_1914
OTU_96
OTU_742
OTU_766

uncultured Omnitrophica bacterium
OTU_2561
OTU_572
OTU_2871
OTU_670
OTU_1348
OTU_271
OTU_507

OTU_1031
OTU_921
OTU_45
OTU_3681
OTU_403

OTU_1879
OTU_2822
OTU_2326
OTU_377
OTU_668
OTU_905
OTU_2080
OTU_490
OTU_732

uncultured bacterium
OTU_1152
OTU_574
OTU_1121
OTU_2601
OTU_4385

OTU_1492
uncultured bacterium

OTU_249
OTU_887

OTU_1135
OTU_2646
Omnitrophica clone OPB2
OTU_1303
OTU_168
OTU_2795
OTU_3848
OTU_998
OTU_550
OTU_1421
OTU_355

uncultured Omnitrophica bacterium
OTU_903
OTU_703
uncultured Omnitrophica bacterium

OTU_1766
uncultured bacterium
OTU_212
OTU_2450
uncultured bacterium

Candidate division OP3

OTU_2710
uncultured candidate division JS1 bacterium Atribacteria

uncultured bacterium
OTU_1370 PAUC34f

OTU_1569
OTU_807
uncultured bacterium

OTU_438
OTU_988
OTU_1049
OTU_506
OTU_971

OTU_2183
OTU_473

OTU_606
OTU_927
OTU_440

OTU_1948
OTU_402
OTU_734
uncultured bacterium

TA06

OTU_1331
OTU_217
OTU_2274
uncultured Acidobacteria bacterium

Elev−16S−573

uncultured organism
OTU_1661

uncultured organism
Aminicenantes

candidate division Zixibacteria bacterium RBG−1
uncultured delta proteobacterium GR−296.I.93
OTU_608
uncultured delta proteobacterium

OTU_1665
uncultured bacterium

uncultured

OTU_1043
uncultured bacterium
OTU_1962
OTU_2176
OTU_1524

uncultured bacterium
uncultured candidate division TM6 bacterium

TM6

uncultured bacterium
OTU_158

OTU_1070
uncultured bacterium

Lachnospiraceae UCG−004

Blautia schinkii
OTU_1029

Blautia stercoris
Blautia hydrogenotrophica

Blautia

OTU_1804
Eubacterium oxidoreducens [Eubacterium] oxidoreducens group

Lachnospiraceae_1

OTU_2781
uncultured bacterium, 1373
OTU_1340
uncultured bacterium

Clostridiales bacterium enrichment culture clone 0
OTU_1578
OTU_2224
uncultured Clostridiales bacterium

Clostridiales vadinBB60 group

OTU_1400
uncultured bacterium Ruminococcaceae UCG−011

OTU_1802
uncultured bacterium Clostridium sensu stricto 1

uncultured Clostridia bacterium
uncultured Natronoanaerobium sp.
OTU_1041
OTU_948

OTU_1082
OTU_2490

uncultured
Clostridiaceae 1

Sedimentibacter saalensis
OTU_1586

Sedimentibacter hydroxybenzoicus
Family XI_Sedimentibacter

OTU_2843
uncultured Firmicutes bacterium uncultured

Clostridiales

uncultured Erysipelotrichaceae bacterium
OTU_1975 Erysipelotrichaceae UCG−004

uncultured bacterium
OTU_467 NB1−n

OTU_508
Selenomonas bovis Selenomonas_2

Calderihabitans maritimus
OTU_182 Clostridia

Firmicutes

OTU_1190
OTU_1505

OTU_1630
uncultured Chloroflexi bacterium

uncultured

uncultured Bellilinea sp.
OTU_1455

OTU_1855
OTU_2271

OTU_869
OTU_1812
OTU_368

uncultured bacterium

GIF3

Dehalococcoides mccartyi 
OTU_2708 Dehalococcoides

OOTU_919
uncultured Dehalogenimonas sp. FW22
OTU_1606
OTU_4425
OTU_1249

uncultured bacterium
uncultured bacterium

GIF9

OTU_826
uncultured Chloroflexi bacterium MSBL5

Dehalococcoidia

OTU_1745
uncultured Chloroflexi bacterium SAR202 clade

Chloroflexi

OTU_1721
uncultured Microgenomates bacterium
uncultured bacterium
OTU_371
uncultured Microgenomates bacterium

Microgenomates

uncultured bacterium
OTU_1354

OTU_1381
OTU_1384

uncultured bacterium
OTU_2104
OTU_933
uncultured candidate division GN10 bacterium
OTU_2458

Gracilibacteria

OTU_1735
OTU_380

OTU_1009
Candidatus Paceibacter normanii SCGC AAA255−P19

Parcubacteria Incertae Sedis_Unknown Order_Un

OTU_34
 OTU_757

uncultured Parcubacteria bacterium
OTU_650

 uncultured bacterium
DQ404642, uncultured bacterium

OTU_188
OTU_653
uncultured bacterium
OTU_1069
OTU_2514

OTU_1503
uncultured bacterium

Parcubacteria

uncultured Candidatus Saccharibacteria bacterium
OTU_289
OTU_582
OTU_1159

uncultured organism

Saccharibacteria

unidentified rhodophyte PRD01a010B
OTU_447
uncultured eukaryote

uncultured bacterium
Chloroplast

 uncultured Merismopedia sp.
OTU_2506 Gastranaerophilales

Cyanobacteria

OTU_427
uncultured rumen bacterium

bacterium enrichment culture clone Anammox_3
SHA−109

OTU_587
uncultured Armatimonadetes bacterium Armatimonadetes

OTU_2515
uncultured Elusimicrobia bacterium
OTU_1377 12−31 Elusimicrobia_Elusimicrobia

OTU_1094
OTU_339
OTU_1461

Tepidanaerobacter syntrophicus
Tepidanaerobacter

Fervidobacterium islandicum
Thermopallium natronophilum Fervidobacterium
OTU_859

OTU_1903
Firmicutes bacterium Kam1851 GAL15

Thermotogae_Thermotogae_Thermotogales_Thermot

Bacteria

OTU_1220
OTU_1014
OTU_968
uncultured archaeon

Marine Group II

OTU_288
OTU_327
OTU_378
OTU_549
OTU_235

OTU_787
OTU_189

OTU_892
OTU_522

OTU_719
OTU_1129

OTU_268
OTU_1344
OTU_611
OTU_385

OTU_1154
OTU_1098

OTU_449
OTU_361
OTU_1212
OTU_1480
OTU_3090
OTU_1467
OTU_297

OTU_2083
OTU_3925
OTU_1237
OTU_1499
OTU_432
uncultured archaeon CLEAR−15
uncultured methanogenic archaeon
 OTU_1489
OTU_3299

uncultured euryarchaeote
OTU_1577

uncultured euryarchaeote
OTU_1225
OTU_1624
OTU_1092
OTU_1390

OTU_523
OTU_2047

uncultured euryarchaeote
uncultured euryarchaeote

OTU_569
OTU_835

OTU_115
uncultured euryarchaeote
OTU_1180
OTU_2464
OTU_561

OTU_227
OTU_369
uncultured euryarchaeote

OTU_3142
uncultured euryarchaeote

Nanoarchaeota archaeon SCGC AAA011−K22
OTU_161

OTU_1368
OTU_559
OTU_2084

uncultured archaeon
uncultured euryarchaeote

OTU_230

Woesearchaeota (DHVEG−6)

uncultured euryarchaeote
OTU_1091

OTU_75
OTU_1942
uncultured archaeon

Miscellaneous Euryarchaeotic Group(MEG)

OTU_1538
uncultured archaeon
OTU_483
uncultured euryarchaeote

Parvarchaeota

Diapherotrites archaeon SCGC AAA011−K09
Candidatus Iainarchaeum andersonii SCGC AAA011−E11
OTU_609

OTU_1020
OTU_1886

OTU_1383
uncultured archaeon

Diapherotrites Incertae Sedis_Unknown Order_U

OTU_636
uncultured archaeon

Diapherotrites

OTU_1570
uncultured euryarchaeote Deep Sea Euryarchaeotic Group(DSEG)

Aenigmarchaeota archaeon JGI 0000106−F11
OTU_1253 Deep Sea Euryarchaeotic Group(DSEG)

Aenigmarchaeota

uncultured archaeon
OTU_498 SM1K20

uncultured archeon ’KTK 28A’

Archaea

0.10

Figure S1. Phylogenetic tree based on the non-redundant tree (SILVA r123 NR99) within the phylogenetic software package ARB, which is composed of all unclassified OTUs from landfill leachates and closely related 
sequences. Taxonomic groupings are labeled and delineated with brackets. Scale bar represents a nucleotide dissimilarity of 0.10. 


